the experts-not only on ''How'' to organize and analyze their data but why to do it that way, what other possibilities might be evaluated, and how to interpret the differences.
Topics covered were both broad and deep. Techniques and data types ranged from SNPs and microsatellites, through DNA bar coding, sequencing, and genomics. Databases, metadata, and sample management were also presented through the ''conservation lens.'' Specific content included: data mining, databases, bioinformatics, sequence alignment, trait mapping and strategies, molecular dating methodologies, Bayesian inference, ancient DNA, genetic markers, population genetics, microsatellites, DNA sequence data, DNA bar coding, basic and advanced phylogenetics, comparative genomics, microarray and second/third generation sequencing and pyrosequencing technologies, haplotype inference, detecting and measuring selection, host specificity and disease adaptation, parentage analysis, disease pathology and conservation, genetics of domestication, landscape ecology, and an open session on career, financial, and research planning.
What the lectures and lecturers really taught, beyond the subject matter presented, was how to do science ''right.'' The lecturers told their stories thoroughly, including dead-ends pursued, noninformative data and analyses, and tangents of discovery. The value and power of outreach and education were also an integral part of many presentations. Attendee feedback was universally positive, with consistent comments on the practical utility of what was presented.
Though I had attended both the Molecular Evolution Workshop and the Advances in Genomics and Bioinformatics Workshop in the past (at MBL/Woods Hole and a recent molecular evolution refresher at the Smithsonian's National Museum of Natural History), I was still lacking much experience with SNPs, microsatellites, and other populationlevel genetic data analyses. This course extended the data analyses to the population level as none of the other courses had, providing exposure to the methods of most relevance to biodiversity. I would strongly recommend this workshop to scientists of all levels desiring a high-quality immersive introduction to the elements of conservation genetics.
The 2011 ConGen workshop will be held September 3-11 in Pantanel, Brazil. 
